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Perfect Enzymes Perfect Cut: Efficiency, Fast, Economy,

Q'ty (Units) for

Sequence Rxn. Buf Heat Inactivation Sub. DNA

1 reaction

Precise

Supplied Buf

% Activity in Favorgen Buffers

FARE 026 Aat Il GACGT/C C A DNA

FARE 023 Acc | GT/MKAC 37 \" 80 C 20 min No No ol-B 4 A DNA v 50 50 10 100
FARE 042 Afl I C/TTAAG 37 II+BSA 65 C 20 min No No No 4 A Hind 11l I +BSA 75 100 75 100
FARE 020 Apa | GGGCC/C 25 IV+BSA 65 C 20 min No ol-B ol-B 8 A Hind Il IV+BSA 25 50 10 100
FARE 041 Apal1 G/TGCAC 37 IV+BSA No No No ol-B 10 A Hind Il IV+BSA 100 100 10 100
FARE 034 Ava | C/YCGRG 37 I 80 C 20 min No No B 10 A DNA Il 10 100 25 50
FARE 040 Ava |l G/GWCC 37 v 65 C 20 min No ol-B ol-B 10 A DNA |\ 50 75 10 100
FARE 003 BamH | G/GATCC 37 BamH [+BSA No No No No 20 A DNA U+BSA 75 100 50 75
FARE 048 Bel | TGATCA 50 1] No B No No 10 A DNA i 50 100 100 75
FARE 043 Bgl | GCCNNNN/NGGC 37 1] 65 C 20 min No No scol 5 A DNA 11 50 75 100 50
FARE 010 Bgl Il A/GATCT 37 1] No No No No 10 A DNA i 10 75 100 10
FARE 030 BstX | CCANNNNN/NTGG 55 1] 65 C 20 min No scol No 4 A DNA 11 25 100 100 50
FARE 012 Clal AT/CGAT 37 IV+BSA 65 C 20 min ol-B No B 4 A DNA IV+BSA 10 50 50 100
FARE 044 Dde | C/TNAG 37 1] No No No No 5 A DNA 11 75 100 100 75
FARE 054 Dpn | GA/TC 37 v 80 T 20 min - - - 20 A DNA |\ 100 100 75 100
FARE 002 EcoR | G/AATTC 37 EcoR | 65 C 20 min No No I-ol-B 20 A DNA U 100 100 100 100
FARE 018 EcoRV GAT/ATC 37 1II+BSA 65 C 20 min No No ol-B 20 A DNA lI1+BSA 50 75 100 50
FARE 022 Hae lll GG/CC 37 I 80 C 20 min No No No 10 A DNA Il 50 100 25 75
FARE 052 Hga | GACGC(5/10) 37 1 65 C 20 min No No B 2 pBR322 | 100 75 50 100
FARE 045 Hha | GCG/C 37 IV+BSA 65 C 20 min No No B 4 A DNA IV+BSA 75 100 100 100
FARE 037 Hinc Il GTY/RAC 37 IV+BSA 65 C 20 min No No scol 10 A DNA IV+BSA 75 100 100 100
FARE 008 Hind 1l A/AGCTT 37 Il 65 C 20 min No No No 20 A DNA Il 50 100 10 50
FARE 046 Hinf | G/ANTC 37 Il 80 C 20 min No No scol 10 A DNA I 50 100 75 100
FARE 031 Hpa | GTT/AAC 37 v No No No scol 4 A DNA i 10 75 75 100
FARE 049 Hpa Il C/CGG 37 Il 65 C 20 min No No B 10 A DNA | 75 100 75 50
FARE 053 Hph | GGTGA(8/7) 37 v 65 C 20 min ol-B No No 5 A DNA \% NR 75 0 100
FARE 014 Kpn | GGTAC/C 37 +BSA No No No No 10 Ad-2 | +BSA 100 75 0 50
FARE 050 Mbo | J/GATC 37 1] 65 C 20 min B No I-ol-B 4 A DNA 11 75 100 100 100
FARE 032 Miu | A/CGCGT 37 1] 65 C 20 min No No B 10 A DNA i 25 75 100 50
FARE 035 Nae | GCC/GGC 37 1 65 C 20 min No No B 4 pBR322 | 100 50 0 100
FARE 024 Nar | GG/CGCC 37 Il 65 C 20 min No No B 4 A Hind Il | 75 100 100 75
FARE 004 Nco | C/CATGG 37 v 65 C 20 min No No No 10 A DNA i 100 100 100 100
FARE 006 Nde | CA/TATG 37 Il 65 C 20 min No No No 20 A DNA I 75 100 75 100
FARE 016 Nhe | G/CTAGC 37 II+BSA 65 C 20 min No No scol 10 A Hind Il 11 +BSA 100 100 10 100
FARE 001 Not | GC/GGCCGC 37 III+BSA 65 C 20 min No No B 10 Ad-2 II1+BSA 0 50 100 25
FARE 029 Nru | TCG/CGA 37 1] 65 C 20 min ol-B No B 4 A DNA 11 0 10 100 10
FARE 019 Pst | CTGCA/G 37 1II+BSA 65 C 20 min No No No 20 A DNA II1+BSA 50 50 100 50
FARE 021 Pvu Il CAG/CTG 37 I 80 C 20 min No No No 10 A DNA Il 100 100 100 100
FARE 047 Rsa | GT/AC 37 Il 65 C 20 min No No scol 10 A DNA I 75 100 50 100
FARE 005 Sac | GAGCT/C 37 1+BSA 65 C 20 min No No No 20 A Hind Il | +BSA 100 75 10 100
FARE 036 Sac |l CCGC/GG 37 v 65 C 20 min No No B 8 A DNA |\ 25 75 10 100
FARE 009 Sal | G/TCGAC 37 1II+BSA 65 C 20 min No No B 20 A Hind lll II+BSA 0 0 100 0

FARE 028 Sca | AGT/ACT 37 1] 80 T 20 min No No No 4 A DNA i 100 100 100 25
FARE 033 Sfil GGCCNNNN/NGGCC 50 II+BSA 80 C 20 min No I-ol-B scol 4 Ad-2 11 +BSA 0 100 10 100
FARE 015 Sma | CCC/GGG 25 v 65 C 20 min No No B 20 A Hind Il v 0 0 0 100
FARE 027 SnaB | TAC/GTA 37 II+BSA No No No 5 A Hind Il 11 +BSA 0 100 0 0

FARE 011 Spe | A/CTAGT 37 II+BSA 80 C 20 min No No No 10 Ad-2 Il +BSA 75 100 25 75
FARE 017 Sph | GCATG/C 37 I 65 C 20 min No No No 4 A DNA Il 100 100 50 100
FARE 025 Stu | AGG/CCT 37 Il 65 C 20 min No ol-B No 4 A DNA I 100 100 50 100
FARE 039 Swa | ATTT/AAAT 25 1II+BSA 65 C 20 min No No No 4 Ad-2 1I+BSA 10 10 100 10
FARE 051 Tag | T/CGA 65 III+BSA 80 C 20 min ol-B No No 20 A DNA II+BSA 50 75 100 75
FARE 038 Tth111 | GACN/NNGTC 65 v No No No No 5 A Hind lll i 50 100 25 100
FARE 013 Xba | T/CTAGA 37 II+BSA 65 C 20 min ol-B No No 20 A Hind Il I +BSA 0 100 50 50
FARE 007 Xho | C/TCGAG 37 1I+BSA 80 C 20 min No No | 20 A Hind Il || +BSA 75 100 100 100




Enzynomics

Buffer Quantity components Rxn.Buf
EzBuffer | 1 ml 10 mM Bis Propane—-HCI, 10 mM MgCl,, 1 mM dithiothreitol (pH7.0 @25C) |
EzBuffer Il 1ml 10 mM Tris=HCI, 10 mM MgCl,, 50 mM NaCl, 1 mM dithiothreitol (pH7.9 @25°C) Il
EzBuffer Ill 1 ml 50 mM Tris—HCI, 10 mM MgCI2, 100 mM NaCl, 1 mM dithiothreitol (pH7.9 @25°C) 1l}
EzBuffer IV 1 ml 20 mM Tris—acetate, 10 mM magnesium acetate, 50 mM potassium acetate, 1 mM dithiothreitol (pH7.9 @25C) |IV
CZDuTeT 1 ml 10 mM Tris=HCI, 10 mM MgCI2, 150 mM NaCl, 1 mM dithiothreitol (pH7.9 @25°C) BamH |
CZDUTTeT ECory 1 mf 100 mM Tris—HCI, 10 mM MgCI2, 50 mM NaCl, 0.025% Triton X-100 (pH7.5 @25°C) EcoR |
EzBuffer | + 100 xg/ml BSA |+ BSA
EzBuffer Il + 100 xg/mf BSA I+ BSA
EzBuffer Il + 100 ug/ml BSA I+ BSA
EzBuffer IV + 100 pg/m{ BSA IV+ BSA
EzBuffer BamH | + 100 xg/mf BSA BamH I+ BSA
10 mM Tris=HCI, 50 mM KCI, 0.1 mM EDTA, 1 mM dithiothreitol, 200 ug/m¢ BSA , 50% glycerol (pH 7.4 @25°C) |Diluent A
10 mM Tris—HCI, 300 mM NaCl, 0.1 mM EDTA, 1 mM dithiothreitol, 500 xg/mf BSA , 50% glycerol (pH 7.4 @25C|Diluent B
10 mM Tris=HCI, 250 mM NaCl, 0.1 mM EDTA, 1 mM dithiothreitol, 0.15% Triton X=100, 200 xg/mf BSA , 50% glycerol (pH | .
@25%C) Diluent C
Modified from pBluescrip Il SK (+) pSK M2
Modified from pBluescrip Il SK (+) pSK M3
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Aat |l v 0 25
BamH | U+BSA 100 100
Bal Il 1} 50 50
EcoR | U] 50 100
EcoR V I 100 100
Hind Il il 10 50
Kpn | I+BSA 10 25
Nco | [\ 25 100
Nde | 1] 100 100
Nhe | II+BSA 10 75
Not | I1+BSA 25 100
Pst | lI+BSA 50 50
Sac | 1+BSA 10 25
Sac ll [\ 100 100
Sal | I1+BSA 100 100
Smal [\ 0 0
Spe | II+BSA 50 75
Sph | Il 10 50
Xba | II+BSA 0 10
Xho | 1I+BSA 100 100




Double Digests using FAVORGEN Buffers

Buffer v BamH | n EcoR | n 1 | n n n I v n v
BamH | seq
m seq BamH |
EcoR | \% EcoR | EcoR |
n \% BamH | n EcoR |
I \% seq n EcoR | I
I \% seq n 1 1 1
v \% BamH | n EcoR | n I |
1 v BamH | n EcoR | n 1 |
I v seq n EcoR | I I | v
n \% BamH | n EcoR | n 1 n n
m \% BamH | n EcoR | n I | n nm
I \% seq n seq 1 1 | v \% I
v \% BamH | seq EcoR | I I | v v n \%
m seq BamH | mn EcoR | m seq seq mn mn mn seq seq
v v seq seq seq v v seq v v v v v seq
1 \% BamH | n EcoR | 1 1 | n n n I n seq v
n \% BamH | n EcoR | I I | n n n I v seq v
1 \% seq n 1 1 1 n n n n \% n n v
I \% BamH | n EcoR | n I n n n n I v n v

"seq" means "sequential digestion”.
First, cleave with one restriction enzyme, and then purify the digested DNA
(by ethanol precipitation or using DNA purification kit). Cleave the purified DNA with second enzyme.



